Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.095; data-to-parameter ratio = 16.5.
Related literature
The title compound is an intermediate in our research into anticancer agents. For general background to its chemistry, biological activity and use, see: Gazit et al. (1989) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Cg1 is the centroid of the C7-C12 ring.
Symmetry code: (i) Àx þ 3 2 ; y þ 1 2 ; Àz þ 1 2 .
Data collection: CrysAlis PRO (Oxford Diffraction, 2006); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: OLEX2 (Dolomanov et al., 2009) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: OLEX2.
of cancer in recent years. The title compound is a key intermediate in our synthetic investigations of molecular targeted anticancer agents. We report here its crystal structure.
As shown in Fig. 1 , the N13 atom, benzene ring, olefinic bond and cyano-groups form an extended conjugated system, making them almost planar. The dihedral angle between the benzene plane and the best plane throught the cyano-groups is 4.93 (10)°, while the dihedral angle between the benzene plane and the plane through atoms N13, C14 and C15 being 9.51 (14)°. In the crystal, molecules are linked into a three-dimensional network by intermolecular C-H···π interactions (Fig.2 , Table 1 ) and Van der Waals forces. Otherwise, there are no hydrogen bonds observed in the packing diagram.
To a solution of 4-(diethylamino)benzaldehyde (1.5 g, 8.463 mmol) and malononitrile (0.587 g, 8.886 mmol) in ethanol (25 ml) was added 4-methylmorpholine (0.9 ml). The reaction mixture was refluxed for 2 h. After cooled down to room temperature, the mixture was filtered and a red solid was abtained as the target product. Crystals suitable for X-ray analysis were obtained by slow evaporation from a solution of ethyl acetate.
Refinement
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Figures

Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C7-C12 ring. 
